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gpl20 < | > gp41 

gGGdMrdNWRseLYKYKVvk IEplGvAPTkakrRvv QrekRAvg? iGamf lGf LGaAGSTMgaasm 493 

gGGdMRDNWrSELYKYKWKI EPLGVAPt rAKRRW eREKRAvg? LGAvFlGFLGAAGSTMGAaS I 4 8 3 

GGGdMrdNWRsELYKYKVVEIKPLGvAPT?aKRRVV e rEKRAVG? iGAVf LGFLGaAGSTmgAAS i 485 

GGGDMrDNwrsELYKYKVvr IEPlG?APT?akRRW eREkRAIG . LGA? FLGFLGAAGSTMGAas 1 471 

GGGNI KDNWRSELYKYKWQIEPLGIAPTRAKRRW EREKRAVG? iG AMI FGFLGAAGSTMGAaS I 516 

t LtVqaRqllsgi VQQQnNLLrAIeaQQhl lqLTVWGI KQLQARvLAvERyLkDqQLlgiWGCSGKl iCtT 564 

TLtvQARqLLSGIVQQQsNLLrAIEAQQHlLkLTVV/GIKQLQARvLAvERYLkDQQLLGIWGCSGKl ICtT 554 

t lTvqaRQlLsGI VQqqSNLLRAI EAqqH? LQLTvWG I KQLQt RVLAI ERYLkdQQLLGi WGcSGKL I CTT 555 

t LTvqARQL 1 SG I VqQONNLLRA I EAQQHl LQLTVWG I KQLQARvLAVErYLkDQqLLG i WGCSGkh ICtT 54 2 

TLTVqARQLlSGIVqQQSNLLRAiEAQQHlI^LTVWGikQLQARVlAVERYLKDQKf lgl wgCSGKI ICTT 587 
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aVPWNasWS Nks . 1 ? ? iw?nmTWmeWerEIdnYT? 1 lyt LieesQnQQekNeqeLLeLdkWas 6 2 2 

nVPWNSSWs nks ?qs? IWdnMTWLqWdKEisnYT? i I YnLIEeSqnQQEkNEqdLLALDKWan 614 

?VpWNSSWS NrS.qtDIWDNMTWMqWDREISNYTdtlYrLLEDSQNQQErNEKDLLALDSWkN 616 

?VPWNSSWS NrS . Lde I WqNMTWmeWErEIdNYTGl I YsLIEeSQiQQEKNEkeLLeLDKWAS 60 3 

AVPWNSTWS N^S.fEEIWnNMtWiEWeREISNYTNqlYelLTeSQnQQDRNEKDLLeLDKWAS 64 9 

<-- - | 

LwnWf ?ltnwLWyIkiFImIvgGLvGLrivFavLSiVNrvRQGYSPlSfQT?lPaprg.pdrPegieeeGg 690 

LwnWFdlsnWLWYI ? i FimI VGGLIGLRIvFaVLsi INRVRQGYSPLSFQt 1 tpnpr ? . pdRpgR I eeeGG 682 

LWNWFs I TnWLWYI KI Flml VGGL IGLr 1 1 FAVLs I VNRVrqGYSPLS FQTLTPNPrG . pDRLgR I EeeGG 686 

LWNWFs I tkWLWYIki Flmi vGGLIGLRIvFaVLSl VNRVRQGYSPLS f QTLLPaPRG? PDRPegi EEEGG 67 3 

LWnWf DI TnWLWYI KI FIMI VGGL IGLR I IFavLS I VNRVRQGYSPLS f Qtp?HhQrE . pDRPERIEEgGG 718 
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